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Pancreatic amylase
(GC Labs F E: X207)

- AH|: Serum 1.0 mL,
Random urine 3.0 mL
- AAMEHE: Enzymatic assay
HAY/22Y: Y-E/4Y

- AH|: Serum 0.5 mL
- ZAALHEH: Colorimetry
- AANY/ARY: H-E/1Y
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- HYHE: Mo H|ZO]

- HA=7t 137,000

- AAHE:

TERT gene promoter
mutation [Sequencing]

CHAY/ARY: 2-2/14Y
- FOAFR:

® 2| 75 AHAl:
brain, thyroid
@ EEH0| =0 BH 72 ®A
® Tumor proportion 7|
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- A7k 137,0008
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Cu (copper) [S]
(GC Labs FE: C445)

-dAg/ae Y 5 a/1Y - dAY/aaY: E-5/1Y

Cu (copper) [U] 202014 018 029 T4k

(GC Labs A E: C450)

- AAH: HSV type 1 PCR - HAIH:
- A HSV type 1 [Real-time PCR]
22 swab, - AH:
EDTA whole blood 3.0 mL, EDTA plasma 3.0 mL,
HSV type 1 PCR CSF 1.0 mL CSF 0.5 mL

GC labs A E: S862
(GC Labs AL 5862) . Z{APEFE: PCR

- HE™EHE: £65871/D658104C
(395.747H)
- A7t 33,000€

- A Real-time PCR
- B HE: =658L}/D658209C
(520.33H)
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- AAH: HSV type 2 PCR - HAIH: 202014 012 029 Has
- A HSV type 2 [Real-time PCR]
St swab, - AH:
EDTA whole blood 3.0 mL, EDTA plasma 3.0 mL,
HSV type 2 PCR CSF 1.0 mL CSF 0.5 mL

GC Labs T E: S863
(GC Labs 3 =: 5863) . Z{APEFE: PCR

- HE™EHE: £65871/D658104C
(395.747H)
- A7t 33,0004

- A Real-time PCR

- B HE: =658L}/D658209C
(520.33H)

- A7) 44,6409
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aAE HE HE = H| D
- AAFRH: HSV PCR
- AX: - ZAIH: HSV [Real-time PCR]
St swab, - AN
EDTA whole blood 3.0 mL, EDTA plasma 3.0 mL, - AIS Ak HZH o 2 olst
HSV PCR CSF 0.5 mL, CSF 0.5 mL AAEE HA

(GC Labs A E: S747)

Amniotic fluid 3.0 mL

- ZAAfEEE: PCR

- HE™ME: =65871/D658104C
(395.747)

- AAF=7}: 33,0008

- A Real-time PCR

- HE™HE: =658L1/D658209C
(520.33H)

- A7) 44,6409
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1 Severe combined immunodeficiency due to adenosine deaminase deficiency (OFH| =l OfD|LIOLK| ZEOf 2|3t ES 2 HAAES)
2 X-linked adrenoleukodystrophy/Adrenomyeloneuropathy (X@AIK| 12t S AIEH RIS M RLOf S/ 2 A K 2= A H HZ)
3 E3 (dihydrolipoamide dehydrogenase) deficiency (C|SI0|E22| Z A Ef A S AZAES)
4 Hydroxyprolinemia (6}0| E2A|ZERIEHE)
5 Hyperlysinemia (Z2}0| A& Z)
6 Lysinuric protein intolerance (2}0| A CHH A Z LY A F)
7 N-acetylglutamate synthase deficiency (N-OfN| &l 2 REIH0|E MR AHES)
8 Serine deficiency disorders (M2l g4 Ztol)
9 3-Hydroxy-3-Methylglutaryl (HMG)-CoA synthase deficiency (3-S}0|EEA|-3-HE 22 EIE A0 0] Y HELAAET)
10 Pyruvate carboxylase deficiency (IR EAE 722 Ml HZAES)
11 D-bifunctional protein deficiency (D-7| s A EZE)
12 Infantile Refsum disease (FOf 2| Z&H)
13 Neonatal adrenoleukodystrophy (A 440} £ AIEH IS M ELO =)
14 Peroxisomal acyl-CoA oxidase I deficiency (WS A|Z OB 00| Motaa [H ZES)
15 Zellweger syndrome (AHEZ=T)
16 Antibiotics treatment (ampicillin, cefotaxime, pivalic acid & &4 A X|F)
17 Hyperalimentation (TPN =¢!)
18 Liver diseases (Zt&2Hh
19 MCT oil supplementation (E4{E5 & X|g E0])
20 Primary lactic acidosis (ZXHY I MEHZF)
21 Valproic acid treatment (ZFZ 24 X|F)
22 Vitamin B12 deficiency (H|E}2IB12ZEZ)
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- H X[ (THl: mg/L FEU):
< 0.50
. - ZAK[(THR]: mg/L FEU):
D-dimer (&) - '(')_50 T ma
(GC Labs FE: H512) ooyt e . | X 47 #DXE YUHHMHES
X FEU (Fibrinogen Equivalent Unit)
(VTE, e.g. PE, DVT) ZI'EZITHO]|

HE 7ts (A HzAL HIS)

X FEU (Fibrinogen Equivalent Unit) | - ZrTAFE 7}
HgY1l

- dH:
A EDTA whole blood 6.0 mL
AN
(3.0 mL EDTA £7] 27) AL F
ABO gene genotype | EDTA whole blood 6.0 mL . mo|Apat: xigon ZA| g
(GC Labs AE: X177) - Z=O| Al w neE SA A58
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3. Tumor proportion 27| g5 [ME8U: SA| M8 (128
2X-EE| AAe| AL AA L tumor cell proportionO| Z1t0f| Y&
[2tA, ZALQ|Z| Al Ot2He| At BHEA| =510 F=A|7| HFELICE
(1) =2to|E EHEH 52| HA|
(2) 2XHE2| 2|&|A{ tumor proportion HE7|
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[ExtEe] 2l=(M AE]

Tumor =
g9 3 A Mol 48 | w2¥s 82 EEWS nRE
0 H&E slide A . & (D)
Paraffin block H 1
H&E sli | 13 (§4)
] 1&E slide H EF (E)
Unstained slide 7 4%
[Tumor proportion ®7| &5 list]
GC Labs GC Labs
Seq. ac AALH Seq. ac A
1 X348 ¢-KIT gene mutation (Tissue) [Sequencing] 8 M563 KRAS =8 = HO0| [Pyrosequencing]
2 M345 BRAF gene mutation [Real-time PCR] 9 K470 MSI (Microsatellite Instability)
3 L446 BRAF gene mutation [Sequencing] 10 M029 NRAS HH| =2 0| [Sequencing]
4 L694 EGFR (Tissue) [PNA clamping Real-time PCR] 11 M030 NRAS =8 = HO| [Pyrosequencing]
5 MO040 EGFR (Tissue) [Pyrosequencing] 12 L025 PDGFRA gene mutation [Sequencing]
6 L020 IGH gene rearrangement (JGH S At "B ) | 13 L023 TCR gamma gene rearrangement
7 M562 KRAS MH| =S¢ H0| [Sequencing] 14 N956 TERT T2 RE 90| 7| MEHA

) AArERH S DIZEE (tumor proportion 7|&): Sequencing (~30 %), Fragment analysis, Real-time PCR (
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